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Abstract

It was believed that the YMDD mutation is rare among patients
not treated with Nucleos(t)ide analogues. It has become, however,
clear now that this mutation is spread among untreated patients with a
varying geographic distribution and forms a primary resistance to
treatment.

The aim of this study is to detect the Prevalence of YMDD
mutation in a group of Hepatitis B patients consulting Aleppo
University Hospital.

Fifty patients with viral load >700 copy/ml were randomly
selected for mutation test (66% males and 38% had positive HBeAg).
Means of age, viral load and ALT were 34.94+14.8 years, 5.997+1.578
Log10 IU/ml., and 70.2+39.4 IU/ml, respectively.

The test did not reveal any mutation in the tested group and our
results were different from the results from neighboring countries
where the same genotype dominant in Syria (D) spread. On the other
hand, our results were identical with results from other countries in
other regions where some of the same genotype is dominant or in
others where it is not.

Our results uncover the first features of mutations of hepatitis B
Virus in Syria, and the absence of YMDD mutation in our study may
drive treatment strategies to pay more attention to related antivirals

such as Entecavir, Lamivudine and Telbivudine.

Keywords: YMDD Mutation, mutations, rtM2041/V mutation, Hepatitis B Virus,
HBV, prevalence, Syrian population, Molecular biology Unit, Laboratory Medicine
Department, Aleppo University Hospital.
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